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Temara stylifera isolate H04 TstCOI*42 04 B cytochrome ¢ oxidase subunit 1 (COI) gene. partial cds: mitachondrial 1232 1232 100% 0.0 100.00% MH159162.1
Temora stylifera isolate G04 TstCOI"42 03 R cytochrome ¢ oxidase subunit 1 (COl) gene. partial cds: mitochondrial 1232 1232 100% 0.0 100.00% MH159161.1
Temora stylifera isolate E04 TstCO*42 01 R cytochrome ¢ oxidase subunit 1 (COIl) gene. partial cds: mitochondrial 1232 1232 100% 0.0 100.00% MH159159.1
Temora stylifera isolate F04 TstCOI"42 02 R cytochrome ¢ oxidase subunit 1 (COl) gene. partial cds: mitochondrial 1221 1221 100% 0.0 99.70% MH159160.1
Temora stylifera voucher BIOUG=CAN=:MxTem002 cytochrome oxidase subunit 1 (COI) gene. partial cds: mitochondrial 1164 164 95% 0.0 99.69% DQB889132.1
Temara stylifera cytochrome oxidase subunit | (COI) gene. partial cds: mitochondrial 1136 1136 98% 0.0 97.73% MF098548 1
Temora stylifera voucher PO016 cytochrome oxidase subunit | (COIl) gene, partial cds: mitochondrial 1134 134 98% 0.0 97 72% KP8614231
Parvocalanus crassirostris isolate ICAR-CMFRI _Pc1 cytochrome ¢ oxidase subunit | (COl) gene. partial cds; mitochondrial 556 556 100% 4e-154 81.82% MK3E7708.1
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Temora stylifera

Crustacé, copépode
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Posidonia oceanica mitogen-activated protein kinase kinase kinase gene. parial cds 830 830 100% 0.0 100.00% JE811736.1
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posidonia

Plante a fleur sous marine
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Vibrio cholerae C6706 chromosome 1. complete seguence

Vibrio cholerae O1 bigvar El Tor strain C6709 chromosome 1. complete seguence

Vibrio cholerae O1 bigvar El Tor strain P27459 chromosome 1. complete sequence

Vibrio cholerae O1 biovar El Tor strain DRC-193A chromosome 1. complete sequence

Vibrio cholerae O1 biovar El Tor strain E/946 chromosome 1, complete seguence

Vibrio cholerae O1 strain AAS91 chromosome 1. complete sequence

Vibrio cholerae isolate CTMA_1441 chromosome 1. complete sequence

Vibrio cholerae strain F9993 chromosome 1. complete seguence

Vibrio cholerae C6706 chromosome 1. complete seguence

Vibrio cholerae strain 2010EL-1786 chromosome 1

Vibrio cholerae ©1 biovar El Tor str. N16961 genome assembly, chromosome: 1

Vibrio cholerae strain E4 chromosome 1. complete sequence

Vibrio cholerae strain ©1 CTX phage region genomic sequence

Vibrio cholerae strain Mo341 chromosome 1 phage seguence
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Score S
1441 28
1441 28
1441 43
1441 28
1441 T
1441 43
1441 28
1441 57
1441 28
1441 28
1441 28
1441 43
1441 72
1441 28
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Vibrio cholerae
Bacille du choléra = bactérie

Présente sur les microplastiques
d’origine humaine




